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We collected lower respiratory tract specimens (aspirated sputum) from 55 neuromuscular disease patients with
tracheostomy at Nishi-Beppu Hospital to screen for colonizing M. abscessus species.

47 of the 55 patients had participated in a similar study in 2018. In the previous survey, M. abscessus species was isolated
in 25 of the 47 cases, but in the current survey, M. abscessus species was detected in 30 of the 55 cases in the screening
test (lower respiratory tract specimen culture).

Of the 25 cases in which M. abscessus species was detected in the previous survey, 18 continued to have non-tuberculosis
mycobacteria (NTM), while 8 of the 22 cases in which M. abscessus species was not detected in the previous survey
had newly detected NTM in this survey. Among the 8 cases who did not participate in the previous survey, NTM was
detected in 4 cases.

We plan to perform the bacterial identification (including subspecies identification) at Research Institute of Tuberculosis,
and the isolates confirmed M. abscessus species will be subjected to whole genome sequencing and linkage analysis by
NextSeq (Illimina).

An environmental survey to investigate the route of transmission of M. abscessus species was cancelled due to the
COVID-19 pandemic, and could not be conducted during the study period.
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